Introduction
Recently, H-cadherin (CDH13) was cloned, and loss of expression was proven to be closely associated with tumorigenesis in breast cancer (Lee, 1996) . We previously reported frequent allelic loss on chromosome bands 16q24.1-q24.2 in human lung cancer (Sato et al. 1998a) , and the CDH13 gene was found to be localized in the common region of allelic loss. We further analyzed the CDH13 gene and found that this gene was lost and/or hypermethylated at the 5Ј-flanking region in lung cancer cell lines and primary tumors (Sato et al. 1998b) . Genomic analysis of the CDH13 gene identified a polymorphic GT dinucleotide repeat in intron 1. 
Polymorphism and frequency
One hundred and seventy-four alleles were examined and the observed heterozygosity frequency was 0.77. The number of GT repeats and frequency of the alleles are summarized in Table 1 .
Mendelian inheritance. Mendelian inheritance was confirmed in three families.
Chromosomal localization. The CDH13 gene was mapped to chromosome bands 16q24.1-q24.2.
